1. Title:
Control of cell behaviour through nanovibrational stimulation: nanokicking 
2. Authors:
Shaun N. Robertson1, Paul Campsie1, Peter G. Childs2, Fiona Madsen4, Hannah Donnelly3, Fiona L. Henriquez5, William G. Mackay4, Manuel Salmerón-Sánchez2, Monica P. Tsimbouri3, Craig Williams4, Matthew J. Dalby3 and Stuart Reid1 
1SUPA, Department of Biomedical Engineering, University of Strathclyde, Graham Hills, 50 George street, G1 1QE Glasgow, UK 2Division of Biomedical Engineering, School of Engineering, and 3Centre for Cell Engineering, Institute for Molecular, Cell and Systems Biology, College of Medical, Veterinary and Life Sciences, University of Glasgow, Glasgow, UK 
4Institute of Healthcare, Policy and Practice, School of Health, Nursing and Midwifery, and 5Institute of Biomedical and Environmental Health Research, School of Science and Sport, University of the West of Scotland, Paisley, UK 

*corresponding authors Stuart.Reid@strath.ac.uk and matthew.dalby@glasgow.ac.uk
3. Funder information:
Funding and financial support from: STFC(ST/N005406/1),BBSRC(BB/N012690/1,BB/P00220X/1), EPSRC (EP/N013905/1, EP/P001114/1), Find A Better Way, SUPA, the Royal Society (RS), the Royal Society of Edinburgh (RSE), NHS Greater Glasgow & Clyde, Linn Products Ltd, the University of the West of Scotland, University of Glasgow and University of Strathclyde are gratefully acknowledged. The raw data are held within the repositories provided in the original publications. 

4. Dataset and readme information
Data folders
Data Folder: 2D QPCR. Following day7 of stimulation, in the bioreactor the MSCs were assessed by qRT‑PCR. PCR was quantified using the 2-∆∆Ct method and amplification was carried out using the 7500 Real Time PCR system. Unstimulated samples also cultured in a 3D collagen matrix (samples not nanokicked) were used as negative controls for comparison of osteogenic transcription expression.
MSCs were cultured in 2D cultures with or without nanokicking. RNAs were extracted and reversed transcribed to cDNA. Osteogenic markers were tested by QPCR. Xls files of QPCR analysed data in excel used to generate Figure 3.

Data Folder Immunodata. BM MSC were stimulated for 7 days and stained for adhesion and morphologic changes when compared to non-stimulated to controls. Samples were stained for actin indicating changes in the cytoskeletal contraction. Vinculin, to assess changes in cell adhesion and DAPI was stained to visualise the nuclei. 2 subfolders contain .TIF images of the stained cells. Representative images are shown in figure 4 of the paper.
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